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Propositions accompanying the thesis
“Between adaptation and virulence:
A proteomics view on Staphylococcus aureus infections”

1.

It would be a gross underestimation to assume that virulence factors are
the only drivers of bacterial virulence.

2.

The outcome of a bacterial infection event will be defined by the
continuous metabolic cross-talk between host and pathogen.

3.

The integrity of the epithelial barrier has overarching consequences for
the whole infection process giving direction to the bacterial fate.

4.

Genotypic typing methods are useful epidemiological tools, but they are
inadequate for characterizing closely related isolates with different
epidemiology.

5.

When studying a biological phenomenon, one should not forget that
behind it hides a complex regulatory network, and not a linear case of
cause and effect.

6.

Nutrients and proteins are key words in the language of infection.

7.

The huge diversity of both pathogens and their hosts calls for a deeper
and time-resolved definition of their prime interactions before effective
and long-lasting personalized therapies can be developed.

8.

Articles are grains of sand adding to the beach of knowledge. Regardless
of their size, they all serve a purpose.
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