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Stellingen behorende bij het proefschrift 
 

Novel bacterial enzymes for plant biomass degradation 
discovered by meta-omics approach 

Mukil Maruthamuthu 
 

1. Nature poses an immense amount of microbial enzyme resources. Our 
ability to tap into such great biodiversity is based on powerful emerging 
“tools”.  
 

2. Metagenomics-based and functional screenings are the most powerful 
approaches to retrieve genetic information from microbiota. 
 

3. “Genes make enzymes”, and hence the molecular characterization of 
enzymes must have a prime position in assessments of enzymes for 
biotechnological applications.  
 

4. Novel enzymes can also be discovered and characterized via targeted 
synthetic metagenomics - an approach that extends natural resources 
beyond the existing ones.  
 

5. “Unity is power”. It is now clear that – on complex substrates - 
“multiple enzymes” work more efficiently than a “single enzyme”.  
 

6. Be an enzyme – a catalyst for change. As a slogan, I don’t know if 
that will ever match “Ich bin ein Berliner” or “I have a dream,” but 
there’s a lot of truth to it. – Free after Pierre Omidyar 
 

7. Almost all aspects of life are engineered at the molecular level, and 
without understanding molecules we can only have a very sketchy 
understanding of life itself. –Francis Crick 
 

8. Thinking should become your capital asset, no matter whatever ups and 
downs you come across in your life. A.P.J Abdul Kalam  
 

9. To become 'unique', the challenge is to fight the hardest battle which 
anyone can imagine until you reach your destination. A. P. J. Abdul Kalam 
 

10. Do not lower your goals to the level of your abilities. Instead, raise your 
abilities to the height of your goals. Swami Vivekananda 


