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Proposition

- In-vivo clonal tracking combined with gene therapy for blood disorders
allows to interrogate hematopoiesis in humans with a resolution never
achieved before.

- Stem cell can generate progeny of several distinct cell types by means
of a maturation process in which a progressive loss of differentiation
potential occurs.

- Individual clone evolution can be modelled as a continuous time Markov
Process and process’ moments evolution can be expressed as systems
of ordinary differential equations.

- Method-of-moments represents a computationally efficient inference
procedure in which sparsity inducing penalization terms and non-linear
behaviour can be easily implemented.

- The study of spontaneous synaptic neurotransmitters release offers the
opportunity to study neuron communication at the level of its most
elementary operating systems.

- Quantile-based scoring functions provide a valid alternative for param-
eters estimation when a comprehensive match among distributions is
needed.
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