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Stellingen

Behorende bij het proefschift

Homologous recombination:

 a Swiss Army knife for protecting genome integrity

Clémence Claussin, 22 March 2017

1. DNA double-strand breaks are not the major cause of spontaneous 
sister chromatid exchanges (SCEs) in yeast. (this thesis)

2. Determining the nature of the DNA lesion(s) responsible for SCEs 
will be very difficult. Yet, by dissecting pathways leading to sponta-
neous SCE formation, we can get closer to it.

3. Strand-seq is a wonderful technique to study recombination events, 
such as SCEs. However, its use in yeast is difficult and still requires 
optimization. (this thesis)

4. Models in science are made to help scientists understand biological 
processes, but the function of the proteins involved in a model are 
typically not restricted to such a specific model.

5. Proteins often have multiple roles. A separation-of-function mutant 
can be useful to undercover the role of a protein in a specific context. 

6- The role of Rad52 in preventing accelerated senescence has been 
known for over two decades, and we are only starting to understand 
how.

7. “Si vous ne pouvez expliquer un concept à un enfant de six ans, c’est 
que vous ne le comprenez pas complétement” Albert Einstein


