
 

 

 University of Groningen

Aspects of the Microglia Transcriptome
Dubbelaar, Marissa

DOI:
10.33612/diss.134443852

IMPORTANT NOTE: You are advised to consult the publisher's version (publisher's PDF) if you wish to cite from
it. Please check the document version below.

Document Version
Publisher's PDF, also known as Version of record

Publication date:
2020

Link to publication in University of Groningen/UMCG research database

Citation for published version (APA):
Dubbelaar, M. (2020). Aspects of the Microglia Transcriptome: Microglia in complex RNA-Seq output gives
laborious integrative analyses. [Thesis fully internal (DIV), University of Groningen]. University of
Groningen. https://doi.org/10.33612/diss.134443852

Copyright
Other than for strictly personal use, it is not permitted to download or to forward/distribute the text or part of it without the consent of the
author(s) and/or copyright holder(s), unless the work is under an open content license (like Creative Commons).

The publication may also be distributed here under the terms of Article 25fa of the Dutch Copyright Act, indicated by the “Taverne” license.
More information can be found on the University of Groningen website: https://www.rug.nl/library/open-access/self-archiving-pure/taverne-
amendment.

Take-down policy
If you believe that this document breaches copyright please contact us providing details, and we will remove access to the work immediately
and investigate your claim.

Downloaded from the University of Groningen/UMCG research database (Pure): http://www.rug.nl/research/portal. For technical reasons the
number of authors shown on this cover page is limited to 10 maximum.

Download date: 25-05-2023

https://doi.org/10.33612/diss.134443852
https://research.rug.nl/en/publications/bcd31159-da03-42d4-8c9d-921ed54c8c53
https://doi.org/10.33612/diss.134443852


Propositions 
Accompanying the dissertation 

 
Aspects of the Microglia Transcriptome 

Microglia in complex RNA-Seq output gives laborious integrative analyses. 
 

1. Apart from the diversity in microglia phenotypes, there are extrinsic 
factors that play a role in transcriptomic analyses (this thesis). 
 

2. As control, post mortem delay in mice will provide useful information to 
explain gene expression changes during human post mortem (this 
thesis). 
 

3. Identification of the transcriptome from a species which is evolutionary 
closer to human than mice will aid future microglia research (this thesis). 
 

4. Although data is initially produced for one specific purpose, it can be 
even more valuable when it is reinterpreted in other studies (this thesis). 
 

5. The story of the blind men and the elephant tells an important story in 
data analyses. Incomplete information will not expose the complete 
portrait.  
 

6. Interdisciplinarity research has many benefits including previously 
unknown interpretations. 
 

7. Data principles will lead to better transparency and harmonization of 
high-quality data enabling analyses with more power and complexity. 
 

8. Machine learning is going to be inevitable in data analysis, big data will 
become bigger and more complex, classifying the underlying patterns 
will be used to better interpret data. 
 

9. Each PhD trajectory and research project consists of unique demanding 
features. Therefore, types and levels of stress cannot be compared but 
should be addressed in personalized manner. 
 

10. Giving up is not an option when encountering hardships, over time it 
makes you appreciate the cloud with a silver lining.  


