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The gut microbiota of patients with inflammatory bowel disease (IBD) is characterized by a decreased 
abundance of obligate anaerobes and a “blooming” of pathobionts. (This thesis)

Intestinal surgeries and disease location greatly influence the microbiome composition in patients with IBD. (This thesis)

The fecal microbiome has great potential as a biomarker and could be used to help distinguish patients with IBD 
from patients with irritable bowel syndrome. (This thesis)

IBD sub-phenotypes are related not only to changes in bacterial composition, but also to changes in absolute 
bacterial abundance. (This thesis)

The effects of environmental factors on gut microbiota composition dominate over the effects of genetics. 
Nonetheless, the study of IBD cohorts can help reveal associations between host genetics and gut microbial 
composition. (This thesis)

Commonly used medication affects the gut microbiota. (This thesis)

In the future, the combination of sequencing data with quantitative measurements of the gut microbiota will 
help to improve the comparability of different microbiome studies.

Studies involving the perturbation of the gut microbiota and the estimation of the ecosystem resilience are 
needed in order to identify the key characteristics of a “healthy” microbiota.

The gut microbiota is not an organ: it is an ecosystem. This notion is essential for designing therapeutic strategies 
that modify the gut microbiota.

“Science and everyday life cannot and should not be separated.” 
Rosalind Franklin

“Words are never ‘only words’; they matter because they define the contours of what we can do.”
Slavoj Žižek

“Sono pessimista con l’intelligenza, ma ottimista per la volontà.”
Pessimism of the intellect, optimism of the will.

Antonio Gramsci

“Jongens, stop met luisteren naar Arnau.”
People, stop listening to Arnau. 

Valerie Collij
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