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 Curriculum Vitae Cisca Wijmenga 
 

Name Cisca (Tjitske Nienke) Wijmenga 

Email c.wijmenga@rug.nl 

Date of birth February 16, 1964 

Sex Female 

Nationality Dutch 

 

ORCID ID 0000-0002-5635-1614 

Linkedin https://nl.linkedin.com/in/ciscawijmenga 

Twitter @wijmenga_cisca 

 

ACADEMIC QUALIFICATIONS 

March 24, 1993 Ph.D. (Cum Laude) for thesis on ‘Facioscapulohumeral muscular dystrophy: 

from genetic mapping towards gene cloning’ Leiden University, the Netherlands 

October 27, 1988 Master’s degree in Biochemistry and Human Genetics, Groningen University, 

the Netherlands 

 

OTHER QUALIFICATIONS 

Jan–Dec 2020 VSNU Governing the University in the 21st Century 

Jan 2005–June 2005 Academic Leadership course, Eva Wiltingh consultancy B.V. 

Feb 2003–June 2003 Management course R.A.A.K. consultancy B.V. 

Nov 1999–June 2000 Management course - Leadership skills, IBO Zeist 

April 1996–Nov 1998 Basic university teacher training course BKO, Utrecht University, diploma 

awarded Nov 1998 

 

EMPLOYMENT 

Sept 2019–Present Rector magnificus of the University of Groningen 

Since Aug 2017 Lodewijk Sandkuijl Endowed Chair, University of Groningen 

Jan 2016–July 2019 Adjunct Professorship in Medicine at the University of Oslo, Norway (0.1 fte) 

and Principal investigator at K.G. Jebsen Coeliac Disease Research Centre, 

University of Oslo 

Since Jan 2007 Full professor of Human Genetics, Department of Genetics, University Medical 

Centre Groningen, the Netherlands 

Jan 2007–Dec 2016 Head of Department of Genetics, University Medical Centre Groningen, the 

Netherlands 

May 2003–Jan 2007 Full professor of Human Genetics, Head of the Complex Genetics Section, 

Department of Biomedical Genetics, University Medical Centre Utrecht, the 

Netherlands 

Sept 2001–March 2002 Fulbright scholar, National Human Genome Research Institute, NIH, Bethesda, 

USA 

March 1999–May 2003 Associate professor, Department of Biomedical Genetics, University Medical 

Centre Utrecht, the Netherlands 

Oct 1995–March 1999 Assistant professor, Department of Biomedical Genetics, University Medical 

Centre Utrecht, the Netherlands 

Jan 1994–Oct 1995 Postdoctoral fellow working under Dr. FS Collins, National Human Genome 

Research Institute, NIH, Bethesda, USA 

March 1993–Jan 1994 Postdoctoral fellow working under Prof. RR Frants, Department of Human 

Genetics, Leiden University Medical Centre, the Netherlands 

March 1989–March 1993 Postgraduate research towards PhD, supervisors Prof. RR Frants and Prof. GW 

Padberg, Leiden University Medical Centre, the Netherlands 

 

ADMINISTRATIVE AND MANAGEMENT ACTIVITIES   

2020–present Member Supervisory Board, Ludwig Clinic 

2020–present Member Supervisory Board, Wadden Academy 

https://eur03.safelinks.protection.outlook.com/?url=https%3A%2F%2Forcid.org%2F0000-0002-5635-1614&data=04%7C01%7Ck.mcintyre%40umcg.nl%7C0e37ca839dd742cf49e608d9ab5add70%7C335122f9d4f44d67a2fccd6dc20dde70%7C0%7C0%7C637729229013788010%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C3000&sdata=3MIftrVW6ZuQSNhERNO7HtYLF71PNZ2Lrz%2Fy3v7QlPw%3D&reserved=0
https://nl.linkedin.com/in/ciscawijmenga
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2019–present Member Supervisory Board, Groningen University Fund 

2019–present Chair, Nicolaas Mulerius Fund 

2019–present Chair, Eric Bleumink Fund 

2019–present Board Member, Ubbo Emmius Fund 
2019–present  Member, Board Royal Physical Society (KNG) 

2019–present  Member, Supervisory Board Holding Company University of Groningen 

2019–present Member, Advisory Committee on Medical Manpower Planning 

2019–present Member, VSNU Education & Research Steering Group (SOO)  

2019–present Rector Magnificus of the University of Groningen 

2018–2019 Board member, ZonMW, the Netherlands Organisation for Health Research and Development 

2017–present Co-PI, Netherlands Organ-on-a-Chip Initiative (NOCI) 

2015–2019 Co-director, BBMRI-NL2.0 (national biobank consortium) 

2013–2016 Board Member, University College Groningen, the Netherlands 

2011–2017 Project Leader for Nutrition and Health, in the Top Institute for Food and Nutrition (TIFN), 

the Netherlands 

2007–2016 Head of the Genetics Department, University Medical Centre Groningen, the Netherlands  

2004–2007 Member of Management Team, Dept. of Medical Genetics, University Medical Centre 

Utrecht, the Netherlands 

2003–2007 Head of the Complex Genetics Section, Department of Biomedical Genetics, University 

Medical Centre Utrecht, the Netherlands 

1999–2000 Member of Management Team, Dept. of Medical Genetics, UMC Utrecht, the Netherlands 

 

AWARDS OBTAINED  

2014–2021 Web of Science highly cited researcher (top 1%) 

2019 European Society of Human Genetics 2019 Award 

2018 United European Gastroenterology Research Prize (€100k) 

2018 Knighted in the Order of the Dutch Lion 

2017 Lodewijk Sandkuijl Endowed Chair, University of Groningen 

2017 Appointed a member of the Fryske Akademy (Frisian Academy) 

2016 Membership of the Royal Holland Society of Sciences and Humanities (KHMW) 

2015 Best Manuscript Awards Circulation Research (for Fu et al. publication) 

2015 Named one of the 100 most influential woman in the Netherlands by national magazine Opzij 

2015 Spinoza award (Dutch equivalent of Nobel prize, €2.5M) 

2014 Joop Roels Impact Award 2013 (awarded by the food industry to the research project with the 

highest impact on its innovation potential) 

2013 Member of the Academia Europaea 

2012 Visiting Scientist award from the Sigrid Jusélius Foundation (Finland) 

2012 Membership of the Dutch Royal Academy of Arts and Sciences (KNAW) 

2009 Distinguished Visiting Scientist Stipend (Netherlands Genomics Initiative) 

2005 VICI award (Netherlands Organization for Scientific Research) 

2001 Fulbright Scholarship (Netherlands America Commission for Educational Exchange) 

2001 Ter Meulen Fonds Fellowship (Royal Academy of Arts and Sciences)  

2001 Netherlands Organization for Scientific Research Travel Award 

1994 Visiting Fellowship Award (Fogarty) National Institute of Health, USA 

1993 J.C. Kok Award - annual award by the Medical School, Leiden University, for the best young 

researcher in the medical sciences (< 40 years) 

1993 “Neuromuscular disorders” Award - annual award by the Research Foundation for 

Neuromuscular Disorders for the best scientific manuscript in this field 

 

GRANTS OBTAINED (total sum over €30 million) * indicates completed projects. 

2018 United European Gastroenterology Research Prize (€100k) 

2017 NWO Gravitation grant: Netherlands Organ-on-a-Chip Initiative (co-PI; total grant €18 million) 

2016 * K.G. Jebsen Centre for Coeliac Research, Oslo (1 postdoc for 2 years awarded to Prof. C. Wijmenga 

as co-PI) 

2015 University of Groningen Investment Agenda grant for “Personalized Health” (€2,973,300) 

2015  NWO Spinoza grant SPI-92-266 (personal award of €2.5 million) 
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2014 * BBMRI-NL2.0: The NL-Biobank Research Facility, NWO National Roadmap for Large-Scale 

Research Facilities (€9,843,000) 

2013 * ERC Advanced Investigator grant 322698: Celiac disease: from lincRNAs to disease mechanism 

(Awarded €2,319,914) 

2013 * EU KP7 grant: TANDEM 305279- Concurrent Tuberculosis and Diabetes Mellitus; unraveling the 

causal link, and improving care (Awarded to Prof. C. Wijmenga €395,000) 

2011 * The Dutch Digestive Diseases Foundation (MLDS) grant 11-30: Genetic risk profiling in individuals 

at-risk for coeliac disease (Awarded €117,000) 

2011 * Top Institute Food and Nutrition (GI001): validation of biomarkers for GI health (Awarded 

€4,500,000) 

2010 * BBMRI-NL grant RP1: the Genome of the Netherlands (Awarded €2 million) 

2010 *BSIK grant: Coeliac Disease Consortium 2 (€675,000 awarded to Prof. C. Wijmenga as co-PI for a 

period of 3 years) 

2009 * National Institute of Health grant R21 DK84568-01: Characterizing the genetic architecture of 

childhood onset celiac disease using newly identified loci in a prospective cohort in the United States 

(Principal investigator Dr. E. Liu, Univ. Colorado, Aurora, USA; co-applicant Prof. C. Wijmenga. 

Awarded $250,000) 

2009 *RuG/UMCG/FWN grant to set up the ‘Genomics Coordination Centre’ together with the faculty of 

mathematics and natural sciences (FWN) (Principal investigators Prof. C. Wijmenga and Prof. R.C. 

Jansen. Awarded €2.3 million) 

2008 * Netherlands Organisation for Health Research and Development (ZonMW) AGIKO grant 92003533: 

The role of CARD9 variations in ulcerative colitis (Awarded 1 MD/PhD position/2 years) 

2008 * Dutch Heart Foundation 2008B004: Searching for new candidate genes for intracranial aneurysms 

using a genome wide association study (Principal investigator Dr. Y. Ruigrok, UMC Utrecht; co-

applicant Prof. C. Wijmenga. Awarded €230,000) 

2008 * Wellcome Trust grant WT084743MA: Extended genome-wide association study in coeliac disease 

(Principal investigator Dr. D. van Heel, Queen Mary University London, London, UK; co-applicant 

Prof. C. Wijmenga. Awarded £1.1 million) 

2007 * EU KP7 grant 201379: COPACETIC - COPD Pathology: Addressing Critical gaps, Early Treatment 

and Innovative Concepts (Awarded to CW 1 PhD position/4 years) 

2007 * UMCG innovation fund research grant: Implementatie van array CGH bij patiënten met mentale 

retardatie en/of multiple congenitale afwijkingen (awarded €105,000) 

2007 * EU STREP KP6 grant 036383: influence of the dietary history in the prevention of coeliac disease: 

possibilities of induction of tolerance for gluten in genetic predisposed children. PreventCD 

consortium (Awarded to Prof. C. Wijmenga, 1 PhD position/4 years) 

2006 * Dutch Diabetes Research Foundation (DFN) grant 2006.00.007: Combined genetic and genomic 

analysis in search for a diabetes susceptibility genes (Principal investigator Dr. T.W. van Haeften, 

UMC Utrecht; co-applicants Prof. M.H. Hofker, UMCG; Prof. C. Wijmenga, UMCG) (Awarded 1 

PhD position/4 years) 

2006 * UMC Utrecht stimulation grant for international collaborations: Molecular pathogenesis of coeliac 

disease (together with a Polish partner, Dr. B. Cukrowska) (awarded €39,000) 

2005 * Netherlands Organization for Scientific Research (NWO) innovational research grant (VICI) 

918.66.620: A genetic approach to common factors in inflammatory disorders, with a focus on the 

intestinal epithelial barrier (€1.25 million awarded) 

2005 * IOP genomics grant IGE05012: The role of inflammation in obesity-induced type 2 diabetes: 

towards new diagnostic markers and therapeutic targets (Principal investigator Prof. M.H. Hofker, 

Maastricht University; co-applicants Prof. C. Wijmenga, Dr. Y. van der Schouw, UMC Utrecht, Prof. 

W. Buurman, Maastricht University) (€1 million awarded to Prof. C. Wijmenga for period of 4 years) 

2005 * Grant from Coeliac UK: Genome-wide association studies in celiac disease (Principal investigator 

Dr. D. van Heel, Imperial College, London, UK; co-applicant Prof. C. Wijmenga. Awarded £300,000) 

2005 * Dutch Brain Foundation, grant 13F05.13 (Awarded €25,000) 

2004 * Grant from the Academic Biomedical Centre, Utrecht University, to establish SNP facility 

(Awarded €410,000, 1 research technician/5 years, plus purchase of Illumina Bead Station) 

2004 * Janivo foundation grant ((Awarded €11,000) 

2003 * ZON-MW program grant 40-00812-98-03106: Molecular regulation of copper excretion in the liver 

by Murr1 (Principal applicant Prof. C. Wijmenga. Co-applicant Dr. L. Klomp, UMC Utrecht. 
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Awarded 1 PhD position/4 years, 1 postdoc/3 years) 

2003 * BSIK grant 03009: Coeliac Disease Consortium (€2.3 million awarded to Prof. C. Wijmenga as co-

PI for a period of 6 years) 

2003 * The Dutch Digestive Diseases Foundation (MLDS) grant 03-06: Identification and characterization 

of the CELIAC4 gene: a major non-HLA locus for celiac disease located on chromosome 19 

(Awarded 1 postdoc/2 years) 

2002 * MLDS grant 02-34: Dissection of copper excretion pathways in the liver: identification of new 

candidate genes for unknown copper-related liver disease (Principal applicant Prof. C. Wijmenga. 

Co-applicant Dr. L Klomp, UMC Utrecht. Awarded 1 PhD position/4 years) 

2002 * ZON-MW program grant 912-02-028: Celiac disease: a functional genomics approach to define 

molecular pathways (Principal applicant Prof. C. Wijmenga. Co-applicant Dr. F. Koning, LUMC. 

Awarded 2 PhD positions/4 years, 1 postdoc/2 years) 

2001 * International Copper Association (ICA) grant H-GL-01-08: Genetic mapping of the Indian 

Childhood Cirrhosis locus (Awarded 1 research technician/3 years) 

2001 * Netherlands Organization for Scientific Research (NWO) grant 902-22-204: Plotting the initiation 

and disease progression in celiac disease (Awarded 1 PhD position/4 years) 

2000 * The Dutch Digestive Diseases Foundation (MLDS) grant 00-13: Expression profiling in small 

intestinal biopsies of celiac disease patients (Awarded 1 postdoc/2 years) 

2000 * Netherlands Organization for Scientific Research (NWO) grant 901-04-219: Analysis of biological 

pathways from sequence and expression data using computational tools (Awarded 1 PhD position/4 

years) 

1999 * Netherlands Organization for Scientific Research (NWO) grant 902-23-254: The role of the gene 

involved in non-Indian childhood cirrhosis (NICC) in mammalian copper metabolism (Awarded 1 

PhD position/4 years) 

1998 * International Copper Association (ICA) grant TPT0551-98: Identification of the gene involved in 

endemic Tyrolean infantile cirrhosis (ETIC) and idiopathic copper toxicosis (ICT) (Awarded 

$270,000) 

1997 * DFN grant 97.114: A total genome screen in Dutch Caucasian sibs with non-insulin dependent 

diabetes mellitus (Awarded 1 PhD position/4 years, 1 research technician/4 years) 

1997 * The Dutch Digestive Diseases Foundation (MLDS) grant 97-44: The genetic determinants of celiac 

disease (Awarded 1 PhD position/4 years) 

 

TEACHING INTERNATIONAL COURSES 

2019 Annual Leena Peltonen School of Human Genomics, Les Diablerets, Switserland 

2012–2018 Annual Leena Peltonen School of Human Genomics, Cambridge, UK 

2017  Guest lectures, University of Oslo (Norway) 

2016  Guest lectures, King Abdulaziz University (Saudi Arabia) 

2014 Complex disease genetics. European School of Medical Genetics, Bertinoro (Italy) 

2013 Two-week course in Complex genetics. University of Sao Paulo (Brazil) 

2009 Risk map of intestinal inflammatory disorders. Baltic Summer School: Genetic basis of 

medicine (University of Kiel, Germany) 

2008 The Role of DNA Polymorphisms in complex traits and diseases. International conference of 

the Royal Dutch Academy of Arts and Sciences (Amsterdam, the Netherlands) 

2008 Multiple classes of genes leading to celiac disease. Organised by the University Master of the 

Università Politecnica delle Marche (Ancona, Italy), the University of Maryland School of 

Medicine (Baltimore, USA) and the “Scuola Medica Salernitana” Foundation (Salerno, Italy) 

2006 The Role of DNA Polymorphisms in complex traits and diseases. International colloquium of 

the Royal Dutch Academy of Arts and Sciences (KNAW, Amsterdam) 

2005 From genetic mapping to genomics. Oporto, Portugal (1 week, with Prof. P. Heutink) 

2003 From genetic mapping to genomics. Oporto, Portugal (1 week, with Prof. P. Heutink) 

2002 Human Genetic Disease Gene Mapping. Oporto, Portugal (1 week, with P. Heutink and L.A. 

Sandkuijl†) 

2001 Human Genetic Disease Gene Mapping. Oporto, Portugal (1 week, with P. Heutink) 

1999 Genetic Epidemiology. Oporto, Portugal (1 week, with L.A. Sandkuijl†) 
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SCIENTIFIC COMMITTEES 

2018–2019 Board member, ZonMW, the Netherlands Organisation for Health Research and Development 

2018–present Member, Scientific Advisory Committee of the Estonian Genome Centre 

2017–2019 Chair, Selection committee for the vice-president of the Royal Dutch Academy of Art and 

Sciences (KNAW) 

2017–2019 Member and vice-chair, ERC Advanced grant panel LS2D “Genetics, Genomics, 

Bioinformatics and Systems Biology”  

2015–present Member, International Genome Sample Resource scientific advisory board 

2015–present Member, Scientific Advisory Board Latvian Biomedical Research and Study Centre  

2014–2017 Member, ‘new member’ selection committee of the KNAW  

2014–2016  Member, ERC Consolidator grant panel LS2D “Genetics, Genomics, Bioinformatics and 

Systems Biology”  

2014–2016  Member, Physiology and Medicine Section, Academia Europaea 

2013, 2014 Member, selection committee for the Young Dutch Academy of Sciences (KNAW)  

2014–2019 Program leader (with Prof. Rinse Weersma) of the 3GI program, research institute GUIDE  

2012–2019 Member, scientific advisory committee of the Dutch ALS foundation  

2013  Member, selection committee for the Gottfried Wilhelm Leibniz Prize 2013 (Germany) 

2012–2015 Member, scientific advisory committee ‘Career Development Grant’ of the Dutch Digestive 

Disease Foundation (MLDS)  

2011, 2012 Member, Netherlands Bioinformatics Centre (NBIC) Young Scientist Award committee 

2012, 2013 Member, Netherlands Organization for Scientific Research (NWO) interdisciplinary VIDI 

committee  

2009 Ad hoc member, Prinses Beatrix Fonds Award jury 

2008 Member and vice-chair, NWO committee on TOP grants  

2008 Member, review panel of the Helmholtz-Programme "Systemic Analysis of Multifactorial 

Diseases", Germany 

2008–2012 Member, MLDS scientific advisory council 

2007–2011 Member, NWO committee on large equipment 

2007–2011 Member, ‘Cell Biology and Genetics’ committee, Flemish Foundation for Scientific Research 

(FWO), Belgium  

2004–2009 Member, Research Institute for Diseases in the Elderly (RIDE) program committee  

2003 Member, Fulbright selection committee ‘Hard Sciences’ 

2002–2008 Advisor to the NWO committee on ‘Nutrition and chronic diseases’ 

2001–2006 Board member, ABC Master’s course ‘Genomics and Bioinformatics 

2001–2006 Member, vice-chair and chair of the NWO VIDI committee 

2001–2012 Member, Scientific Advisory Board of the Netherlands ‘Groeistichting’ 

2000–2003 Member, NWO committee on ‘Biomolecular informatics’  

 

ORGANIZATION OF MEETINGS 

• Member, Program committee of the FMWV’s Medical Scientific Day 2013 on ‘Next generation 

sequencing’ 

• Co-organizer, 13th International meeting on Human Genome Variation and Complex Genome Analysis 

(HGV2012) (Shanghai, China, 2012) 

• Co-organizer, 2nd International Immunochip meeting (Montreal, Canada, 2011) 

• Founder and organizer, first ‘Systems Genetics’ meeting (Groningen, the Netherlands, 2009, 2011) 

• Member, Scientific Program Committee for the ‘European Human Genetics Conference’ (2007-11) 

• Member, Scientific Organizing Committee for the ‘XIII International Celiac Disease Symposium 2009’ 

(Amsterdam, the Netherlands) 

• Co-organizer of a monthly UMCG lecture series ‘Molecular Medicine’ (since March 2007) 

• Co-organizer, Royal Academy of Arts and Sciences (KNAW) Special Colloquium ‘The Role of DNA 

Polymorphisms in Complex Traits and Diseases’ (Amsterdam, the Netherlands, 2006, 2008, 2011) 

• Co-organizer, SNP-NL meetings 

• Member, Scientific Organizing Committee for the ‘4th International Meeting on Copper Homeostasis and 

Its Disorders: Molecular and Cellular Aspects’ (Ischia, Italy, 2004) 

• Organiser and president, Medical Scientific Day 2001 of the FMWV on ‘Genomics and Bioinformatics’ 

(Amsterdam, the Netherlands) 
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• Organizer of a monthly lecture series ‘Utrecht Genetics Seminar’ (1996-2006) 

 

OTHER POSITIONS HELD 

• Associate editor PLOS Genetics (2018–2019) 

• Participant at the Evening of Science and Society (Ridderzaal, the Hague, 2013, 2015, 2019, 2021) 

• Invited to participate in the Royal Palace symposium on “The Secrets of Life” (Amsterdam, 2013) 

• Editorial board member, Human Genome Variation (since 2014) 

• Board Member, University College Groningen (2014–2017) 

• Reviewer for ‘Honours Reviews’, University of Groningen 

• Member, evaluation committee of a professor of Medicine at Harvard Medical School (USA) 

• Member, selection committee for a full professor in Human Genetics of the Medical Faculty of the Carl 

von Ossietzky University Oldenburg (European Medical School Oldenburg-Groningen) (Germany) 

• Project leader for Nutrition and Health in the Top Institute for Food and Nutrition (TIFN), appointed 

January 2011 

• Leader of the Genome of the Netherlands project (GoNL) 

• Finalist and 2nd prize winner, Academic Year Prize 2010, Gene Decoders team (Academische Jaarprijs, 

Genenkrakers) 

• Member, committee of recommendation of the Femke Foundation (since 2009) 

• Co-founder Genomics Coordination Center Groningen 

• Member, Genome of the Netherlands Consortium 

• Member, Lifelines Cohort Study 

• Member, T1DGC (Type 1 Diabetes Genetics Consortium) antibody group 

• Member, DIAGRAM (Diabetes Genetics Replication And Meta-analysis Consortium) 

• Member, IBDGC (NIDDK Inflammatory Bowel Disease Genetics Consortium) 

• Reviewer for ERC starting grant proposals 

• Reviewer for Wellcome Trust Research Fellowships 

• Reviewer for the Medical Research Council (MRC) Research grant applications, UK 

• Reviewer FiDiPro application for the Academy of Finland 

• Reviewer of applications to the Science and Technology Policy Council, Iceland 

• Editorial board member, Gastroenterology and Hepatology From Bed to Bench (since June 2010) 

• Editorial board member, Clinical Genetics (since September 2009)  

• Editorial board member, Journal of Applied Genetics (since March 2006) 

• Editorial board member, HealthDirect Diabetes (June 2006–January 2008) 

• Interim secretary VVD (a Dutch political party), district group Vleuten-de Meern (Mar 2000–Jan 2001) 

• Member of Dept. of Medical Genetics UMC Utrecht Management Team (January 1999–April 2000 and 

May 2004–January 2007) 

• Member, ‘Foundation for Integrated Welfare, Vleuten-de Meern’ (Oct 1998–Sept 2001) 

• Member of many PhD thesis assessment committees, both national and international 

• Member of working group on the ‘Organization and Integration of the Clinical Genetic Center Utrecht 

with the University Hospital/Wilhelmina Children’s Hospital’ (March–Dec 1998) 

• Abstract reviewer for the Digestive Disease Week (DDW), American Society of Human Genetics and 

United European Gastroenterology Week (UEGW) 

• Reviewer for international journals (American Journal of Human Genetics, Biochimica et Biophysica 

Acta, BMC Bioinformatics, BMC Medical Genetics, Clinical Chemistry, Clinical Genetics, Diabetes, 

Diabetologia, European Journal of Human Genetics, Gastroenterology, Gene, Gut, Human Immunology, 

Human Molecular Genetics, Human Genetics, Journal of Medical Genetics, the Lancet, Liver 

International, Nature, Nature Genetics, Nature Reviews Genetics, Nederlands Tijdschrift voor 

Geneeskunde, Neurology, Neuromuscular Disorders, New England Journal of Medicine, Nucleic Acids 

Research, Placenta, PlosOne, PLoS Genetics, PLoS Medicine, Proc Natl Acad Sci USA, Science 

Translational Medicine, Tissue Antigens, Trends in Genetics, Trends in Immunology) 

• Reviewer of national and international grant proposals (e.g. Dutch Diabetes Research Foundation (DFN), 

Dutch Heart Foundation (NHS), Dutch MS Research Foundation, European Research Council starting 

grants (ERC), IOP Genomics, Medical Research Council (MRC) UK, Muscular Dystrophy Group UK, 

NWO, Prinses Beatrix Fund (PBF), Research Grants Council Hong Kong, Reumafonds, The Wellcome 

Trust (UK), ZON-MW) 
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PRIOR MEMBERSHIPS (through 2019) 

• United European Gastroenterology 

• American Gastroenterology Association 

• American Association for the Advancement of Science 

• American Society of Human Genetics 

• Dutch Society of Human Genetics 

• European Society of Human Genetics 

• Human Genome Organization 

• Society for Mucosal Immunology 

 

PATENTS 

(WO/2008/110206) Method for determining an HLA-DQ haplotype in a subject (PCT/EP2007/052343) 

(WO/2003/033734) Diagnostic tests for the diagnosis of copper storage disease (PCT/GB2002/004687) 

 

SUPERVISOR (PROMOTOR) of 55 PhD students 
9 have graduated cum laude; *indicates medical doctors (MD); # indicates those who have become a professor (7). Their research 

funding is given in brackets, where applicable. 

 

Planned 

Adriaan de Graaf 

 

Completed 

1. Niek de Klein, September 13, 2021: Genetic regulation of gene expression in brain and blood 

2. Annique Claringbould, December 2, 2020: Core gene identification using gene expression 

3. Maria Zorro Manrique, April 22, 2020: Celiac disease: from genetic variation to molecular culprits 

4. * Suzanne van Sommeren, November 25, 2019: Genetic susceptibility for inflammatory bowel disease 

across ethnicities and diseases     

5. Kieu Thi Thien Le, October 16, 2019: Functional genomics approach to understanding sepsis 

heterogeneity 

6. Raúl Aguirre-Gambo, October 14, 2019: Integrative omics to understand human immune variation 

(Conacyte fellowship)  

7. Isis Ricaño Ponce, June 3, 2019: Towards finding and understanding the missing heritability of immune-

mediated diseases (MPDI fellowship) 

8. * Floris Imhann, May 15, 2019: The gut microbiome in intestinal diseases. Graduated cum laude  

9. Patrick Deelen, May 6, 2019: Multi-omics strategies for detecting gene-environment interactions   

10. Vicky Matzaraki, March 6, 2019: A systems genomics approach to identify risk loci and pathways to 

Candida infection (MPDI fellowship) 

11. * Marijn Visschendijk, September 5, 2018: Inflammatory Bowel Disease: New genes, rare variants & 

moving towards clinical practice  

12. Alex Kanterakis, July 11, 2018: Integration techniques for modern bioinformatics workflows (BBMRI-

NL) 

13. Juha Karjalainen, January 15, 2018: Gene expression studies. From basic research to the clinic 

14. Marc Jan Bonder, March 22, 2017: The interplay between genetics, the microbiome, DNA-methylation 

& gene expression. Graduated cum laude 

15. Ettje Tigchelaar-Feenstra, December 14, 2016: From bugs to buttermilk: Epidemiological and molecular 

aspects of gut health (TiFN grant) 

16. Daria Zhernakova, September 12, 2016: Multi-omics approaches for better understanding of the 

downstream effects of genetic risk factors 

17. Serena Sanna, May 9, 2016: Enhancing genetic discoveries with population-specific reference panels 

18. * Javier Gutierrez-Achury, MD, December 2, 2015: HLA and other tales: The different perspectives of 

Celiac Disease (graduate school GSMS/ERC) 

19. Barbara Hrdličková, May 11, 2015: Finding the missing 'LiNCs' in celiac disease (NWO VICI grant) 

20. Rodrigo Almeida, March 25, 2015: Beyond genome wide association studies in celiac disease by 

exploring the non-coding genome (fellowship CAPES Foundation, an agency in the Ministry of 

Education, Brazil) 

21. Michael Erdos, March 18, 2015: Genetic etiology of type 2 diabetes 
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22. * Guido Dolmans, MD, November 24, 2014: Genetic origin of Dupuytren’s disease and associated 

fibromatosis 

23. Harm-Jan Westra, September 17, 2014: Interpreting disease genetics using functional genomics. 

Graduated cum laude 

24. * Karin Fransen, MD, June 16, 2014: Inflammatory bowel disease: the genetic background and beyond 

25. * Rian Nijmeijer, MD, April 10, 2014: Genetic aspects of acute pancreatitis 

26. * Naishi Li, MD, December 11, 2013: Novel mechanisms for prevention and treatment of type 2 

Diabetes 

27. Joanna Smolonska, October 9, 2013: The many faces of chronic obstructive pulmonary disease (EU 

grant) 

28. * # Ezra Burstein, MD, May 23, 2013: COMMD1: a modulator of immunity and NFkB activity 

29. Marcel Wolffs, October 31, 2012: Transcriptome analysis to investigate the link between obesity and its 

metabolic complications: type 2 diabetes and NASH (DFN grant) 

30. Agata Szperl, September 12, 2012: Mapping complex and monogenetic disorders: methods and 

applications (NWO VICI grant) 

31. * Maciej Geremek, MD, June 13, 2012: The classical genetic and genomic approach to the pathogenesis 

of primary ciliary dyskinesia (grant between UMC Utrecht and Polish Academy of Sciences) 

32. Gosia Trynka, December 14, 2011: Unlocking the genetics of coeliac disease (NWO VICI grant) 

Graduated cum laude 

33. Jihane Romanos, December 12, 2011: Genetics of celiac disease and its diagnostic values (EU grant) 

34. * Albertien van Eerde, June 8, 2011: Genetics of congenital anomalies of the kidney and urinary tract. 

35. * Eleanora Festen, April 6, 2011: Shared genetic background of inflammatory diseases of the bowel 

(NWO-AGIKO grant). Graduated cum laude 

36. Willianne Vonk, 17 March 2011: Understanding COMMD1 function: Novel perspectives from in vitro 

and in vivo studies (NWO-TOP grant). 

37. Florianne Bauer, December 16, 2010: Genes and diet in obesity related type 2 diabetes (IOP genomics 

grant) 

38. * # Ramnik Xavier (Harvard Medical School, Boston), October 11, 2010: Genes and pathways in Crohn’s 

disease 

39. Clara Elbers, October 6, 2010: On the origin of type 2 diabetes and obesity (IOP genomics grant) 

40. Jana van Vliet-Ostaptchouk, July 7, 2010: Revealing the genetic roots of obesity and type 2 diabetes (IOP 

genomics grant) 

41. * # Alexandra Zhernakova MD, 3 December 2009. The autoimmune puzzle - shared and specific genetics 

of immune-related diseases (BSIK grant) Graduated cum laude 

42. * Victorien Wolters MD, 3 November 2009. Diagnostics and genetics of coeliac disease 

43. * # Erik Knauff MD, 22 April 2009. Premature ovarian failure from phenotype to genotype 

44. # Lude Franke, 27 May 2008. Genome-wide approaches towards identification of susceptibility genes in 

complex disorders (BSIK grant). Graduated cum laude 

45. Patricia Muller, 25 March 2008. Transcriptomics as a tool to dissect copper homeostasis and COMMD 

protein function (NWO TOP grant) 

46. * # Rinse Weersma MD, 17 October 2007. Genetic susceptibility for inflammatory bowel disease 

47. Prim de Bie, 4 October 2007. Novel insights in the molecular pathogenesis of human copper homeostasis 

disorders through studies of protein-protein interactions (NWO TOP grant) 

48. Alienke Monsuur, 3 July 2007. Unraveling the molecular genetic aspects of intestinal inflammatory 

disorders (NWO TOP grant) 

49. Martin Wapenaar, 28 November 2006. Genomics of coeliac disease - Molecular signatures of the 

pathogenesis (MLDS and BSIK grant) 

50. * Ynte Ruigrok MD, 16 June 2006. From intracranial aneurysm to subarachnoid hemorrhage: unraveling 

the genetics (ZonMW AGIKO grant). Graduated cum laude 

51. * Begona Diosdado MD, 21 March 2006. The puzzle of coeliac disease: pieces of the molecular 

pathogenesis (NWO research support grant) 

52. Harm van Bakel, 8 November 2005. Genome-wide analyses of copper metabolism and its regulation 

across species (NWO research support grant) 

53. Martine van Belzen, 16 December 2003. Coeliac disease: Investigation of the genetic factors underlying 

coeliac disease (MLDS grant) 
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Co-supervisor of: 

54. Jonathan van Tilburg, 10 December 2002. The Breda study: Search for genetic factors in type 2 diabetes 

mellitus in a defined Dutch population (DFN grant) 

55. # Bart van de Sluis, 19 November 2002. Identification of a copper toxicosis gene in Bedlington terriers 

(NWO research support grant). Graduated cum laude 

 

Major grants and awards obtained by present* and previous# PhD students, trainees and members of 

Wijmenga’s research group 

• *Dr. Iris Jonkers: Rosalind Franklin Fellowship (2015); NWO VIDI (2017) 

• #Dr. Serena Sanna: Guido Dorson Prize for excellence in research (2018) 

• *Prof. Jingyuan Fu NWO VENI (2009), NWO VIDI (2014), NW|O Aspasia grant (2015), NWO VICI 

(2021), ERC consolidator grant (2021), Chinese Government Award for Outstanding Student Abroad 

(2006) 

• *Prof. Alexandra (Sasha) Zhernakova: Girard de Mielet van Coehoorn prize for her PhD thesis (2010), 

NWO Rubicon fellowship (2010), Rosalind Franklin Fellowship (2012), ERC starting grant (2016), 

NWO VIDI (2017) 

• #Dr. Yang Li: NWO VENI (2013), NWO Off-Road (2016), Hypatia Subsidy (2019), ERC starting (2020) 

• *Dr. Vinod Kumar: Hypatia subsidy (2018) 

• *# Prof. Lude Franke: NWO VENI (2009), ERC starting grant (2014), NWO VIDI (2014), appointed 

member of Young Academy of the Royal Academy of Arts and Sciences (2016), appointed senior 

investigator of the Oncode institute (2019), NWO VICI (2021) 

• *Dr. Eleanora (Noortje) Festen: Mandema stipendium (2012), MLDS career development award (2014), 

NWO clincal fellowship (2021), invited to 64th Lindau Nobel Laureate Meeting (2014) 

• #Dr. Barbara Hrdličková: 3-year grant from the William Harvey International Translational Research 

Academy, via the COFUND Marie Curie Actions (2016) 

• #Dr. Marc Jan Bonder: Tekka Huizinga Prize for best University of Groningen thesis (2017), Nederlandse 

Vereniging voor Humane Genetica Prize (2018) 

• #Dr. Harm Jan Westra: NWO Rubicon fellowship (2014) 

• #Dr. Gosia Trynka: NWO Rubicon fellowship (2011), group leader at Sanger Institute, Wellcome Trust, 

UK  

• #Prof. Rinse Weersma: ZonMW Clinical Fellowship (2009), NWO VIDI grant (2013), the Rising Star 

Award (2011) from the United European Gastroenterology Foundation 

• #Dr. Ynte Ruigrok: NWO clinical fellowship (2014), Rudolf Magnus Young Talent Fellowship (2010); 

NWO VENI grant (2009), Netherlands Brain Foundation grant (2005), the ‘Amsterdamse Neurologen-

vereeniging’ prize (2008) and Girard de Mielet van Coehoorn prize (2007) for her PhD thesis 

• #Dr. Patricia Muller: NWO Rubicon fellowship (2009), Sir Henry Dale Fellowship, Wellcome Trust and 

Royal Society (UK) (2013), UK Biochemical Society's Early Career Award (2014) 

• *Raul Aguirre Gamboa: Conacyte fellowship (2015), Chicago Fellows Program subsidy (2019) 

 

 

INVITED LECTURES SINCE 1993 
 

2021 

Puzzelen aan gezondheid en ziekte. Thúsakademy of the Academy of Franeker, televised by Omrop Fryslân, 

Franeker, Friesland. 

 

2020 

The long road to individual genomes. Symposium–100 Years Genetics in Groningen, Groningen, Netherlands 

 

2019   

Men, microbes and miniguts. 12th Leena Peltonen School of Human Genomics, Les Diablerets, Switserland, 

From the simple to the complex. Lodewijk Sandkuijl symposium UMCG, Groningen, Netherlands. 

Men, microbes and miniguts. Gordon Research Conference on Human Genetics and Genomics, Waterville 

Valley, New Hampshire, USA. 

Unlocking the secrets of the unseen bacterial world inside us. Keynote lecture at the 405th anniversary 
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ceremony of the University of Groningen, Groningen, Netherlands. 

We and our second genome: two key players in common complex diseases. European Society of Human 

Genetics 2019 award lecture. ESHG meeting, Gothenburg, Sweden. 

The Lifelines cohort study and its translational potential towards healthy ageing. Tohoku Medical Megabank 

Association, Sendai, Japan. 

The future lies in precision medicine. Benelux Precision Medicine Forum, Utrecht, Netherlands. 

Men, microbes and miniguts. Health 2030 Genome Center assembly, Geneva, Switzerland. 

Men, microbes and miniguts. Complex Genetics of Metabolic Disease Symposium, Amsterdam UMC, 

Amsterdam, the Netherlands. 

The Lifelines cohort study: a resource for the NOCI program. 2cd Troppo Breve Organ-on-Chip 

symposium,Vlieland, Netherlands. 

A 20 Year Research Career in Academia. Hugo trainee symposium, Human Genome Meeting, Seoul, Korea. 
 

2018   

Organs-on-a-chip: the future of cellular models for human genetics. Common Diseases Meeting, Oxford, 

United Kingdom. 

We and our small friends: ins and outs of the gut microbiome. Max Gruber Lecture, Groningen, Netherlands. 

We and our small friends: ins and outs of the gut microbiome. Genetics retreat – NVHG graduate meeting, 

Rolduc, Netherlands. (keynote speaker) 

Towards a mucosal barrier-on-a-chip model to study celiac disease. International Organ on Chip Symposium, 

Eindhoven, the Netherlands (keynote speaker) 

Mucosal-barrier-on-a-chip to model celiac disease. United European Gastroenterology Week 2018, Vienna, 

Austria (research prize lecture) 

You and your microbes and the use of population biobanks to understand their intricate relationship. 

Immunogenomics 2018, Huntsville, Alabama, USA (keynote speaker) 

From patients to populations, from humans to microbes. Silver Anniversary Symposium, National Human 

Genome Research Institute NIH, Bethesda, Maryland, USA 

You and your microbes and the use of population biobanks to understand their intricate relationship. 9th 

International Yakult Symposium, Gent, Belgium (keynote speaker) 

Population biobanks, the gut microbiome and organ-on-chip. Troppo Breve Organs-on-Chip symposium, 

Riederalp, Switzerland 
 

2017  

Population-based approach to human metagenomics. 4th National Microbiome Conference, Oslo, Norway 

(keynote speaker) 

Population-based approach to human metagenomics. New Frontiers in Microbiome symposium, Nijmegen, 

the Netherlands 

Ten years of celiac disease genetics. 17th International Coeliac Disease Symposium, New Delhi, India 

Our second genome: a vital organ integrating host genome and host environment, Gordon Research 

Conference, Stowe, Vermont, USA 

Of man and microbes: the role of gut bacteria in health and disease. 10th Leena Peltonen School of Human 

Genomics, Cambridge, UK 

The gut microbiome: an important organ in health and disease. BIKE Summer school 2016, Groningen, the 

Netherlands 

The Human Functional Genomics Project: towards understanding human immune function. Illumina User 

Group Symposium ESHG, Copenhagen 

The Human Functional Genomics Project: from genetic variation to immune function. Nature Genetics 

conference on Genome Variation in Precision Medicine, Guangzhou, China 

The Human Functional Genomics Project as a resource for multi-omics integration. UQ Center of Complex 

Trait Genomics, Brisbane, Australia 

Our second genome in health and disease. European Congress of Clinical Microbiology and Infectious 

Diseases, Vienna, Austria 

The link between our genome and the human immune response. Charles Bronfman Institute for Personalized 

Medicine, Mount Sinai, New York City, USA 

Health-RI: our national research infrastructure for personalized health. Innovation for Health, Rotterdam, the 

Netherlands 

What did 10 years of GWAS teach us about celiac disease? University of Oslo, Norway 
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Host immune function is orchestrated by genes and environment. University of Oslo, Norway 

Our second genome: a vital organ integrating host genome and host environment. University of Oslo, 

Norway 

The Human Functional Genomics Project: towards understanding human immune function. Immunogenomics 

of Disease: Accelerating to Patient Benefit, Sanger Institute, UK 

The health research initiative in the Netherlands. LS2- Life Sciences Switzerland Annual Meeting 2017 
 

2016  

Health-RI: opportunities for population health. World Healthcare Forum, The Hague 

Germ, genes, and host defense. NIH WALS lecture, Bethesda, USA 

The microbiome as a complex trait: towards dissecting host and environmental factors. Nature Genetics 

Genomics of Diseases conference 2016, Baltimore, USA 

Of man and microbes: The role of gut bacteria in health and disease. 9 th Leena Peltonen School of Human 

Genomics, Cambridge, UK 

Biobanks: powerful tools to study health and disease. BIKE Summer school 2016, Groningen, the 

Netherlands 

Exploring the invisible universe inside our gut in health and disease. Free From Food 2016, Amsterdam, the 

Netherlands 

Using biobanks to better understand the impact of genetic variation in health and disease. ISCOMS 

Groningen, the Netherlands (keynote speaker) 

Population biobanks: a crucial hub in clinical research. European Human Genetics Conference 2016, 

Barcelona, Spain 

Combining population and clinical biobanks to translate genetic variation into immune function. 13th 

International Congress of Human Genetics (ICHG2016) Kyoto, Japan 

Of bits and pieces: putting the DNA puzzle together. King Saud University - Girls University Campus, 

Riyadh, Saudi Arabia 
 

2015  

Of bits and pieces: putting the DNA puzzle together. Annual NUTRIM Symposium 2015, Maastricht, the 

Netherlands 

Combining population and clinical biobanks to translate genetic variation into immune function. 25th Annual 

CSIBD Workshop, Boston, USA 

What can genetics teach us about the function of the immune system and autoimmune diseases. Workshop on 

Genetic Control of Immune Cell Activation, Lofoten, Norway 

The impact of genetic variation on the human immune system. 8th Leena Peltonen School of Human 

Genomics, Cambridge, UK 

Shared genetics in celiac disease and other autoimmunity disorders. 16th International Coeliac Disease 

Symposium, Prague 

Gut microbiome analysis in a population-based cohort. EMBL microbiome meeting, Heidelberg, Germany 

Using genomics to inform genetic studies in autoimmunity. Seminar Istituto Nazionale di Genetica Molecolare 

"Romeo ed Enrica Invernizzi", Milan, Italy 
 

2014  

Use of populations biobanks in food-related research. Food Valley EXPO 2014, Papendal, the Netherlands 

Unlocking the genetics of celiac disease as a model for autoimmune diseases. 7th Leena Peltonen School of 

Human Genomics, Cambridge, UK 

The use of biobanking for studies of gut-related diseases. Turku Centre for Biotechnology, Turku, Finland 

The long non-coding RNA landscape of autoimmune diseases. European Human Genetics Conference 2014, 

Milan, Italy 

Functional genomics to unravel disease genetics. Belgian Medical Genomics Initiative (BeMGI) network's 

annual meeting, Liege, Belgium 

The long non-coding RNA landscape of autoimmune diseases. Cytokine Interest Group Meeting, National 

Institutes of Health, USA 
 

2013  

The value of biobanks in medical research. Institut de Medicina Predictiva i Personalitzada del Càncer, 

Barcelona, Spain 
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Human Genetic Variation and Impact on Large Intergenic Non-coding RNA. Expression Center for the 

Study of Inflammatory Bowel Disease, 23rd Annual CSIBD Workshop, Boston, USA 

A genomics approach to celiac disease. 2013-14 Seminar Series, Department of Genome Sciences at the 

University of Washington, Seattle, USA 

The path to autoimmunity. 15th International Coeliac Disease Symposium, Chicago, USA 

Unlocking the genetics of celiac disease as a model for autoimmune diseases. 6th Leena Peltonen School of 

Human Genomics, Cambridge, UK 

Unlocking the genetics of celiac disease: an integrative genomics approach. Sanger Institute seminar series, 

Hinxton, UK 

Mapping of immune-mediated/autoimmune disease genes. FEBS congress 2013, St. Petersburg, Russia 

Genome of the Netherlands (GoNL): Whole-genome sequence characterization in 250 trios from the 

Netherlands. 12th International Symposium on Mutation in the Genome, Lake Louisa, Canada 
 

2012  

Genomics of autoimmunity. NCMLS symposium New Frontiers in Genomics in health and disease, Nijmegen, 

the Netherlands 

An ultra sharp portrait of the Dutch population with application to disease genetics. Swedish Society of 

Human Genetics, Uppsala, Sweden 

Ultra-sharp genetic group portrait of the Dutch. Symposium on Genomic Diversity of Chinese Populations, 

Shanghai, China. 

Genetics of celiac disease: from disease-based to population-based studies. 13th International meeting on 

Human Genome Variation and Complex Genome Analysis (HGV2012), Shanghai, China 

Immunochipping the celiac disease genome: novel insights into the disease mechanism. Nature Genetics 

symposium: Genomics of Common Diseases, Potomac (Bethesda), USA 

Celiac disease: from genes to immunopathology. 5th Leena Peltonen School of Human Genomics, Cambridge, 

UK 

From genes to immunopathology: celiac disease a prototype for complex inflammatory disorders. MPG 

seminar series Broad Institute, Boston, USA 

Genome of the Netherlands: family-based whole genome sequencing of 250 Dutch trio families. 1000 

Genomes Project meeting, Ann Arbor, USA 

Genome of the Netherlands: family-based whole genome sequencing of 250 Dutch trio families. International 

Conference on Genomics in Europe (ICG Europe), Copenhagen, Denmark 

The genetic architecture of celiac disease. Symposium on Individualised Medicine, Erlangen-Nürnberg, 

Germany 

Genome of the Netherlands. BGI Webinar: Empower the Population Genetic Studies by NGS 
 

2011  

High Throughput Genetics: Past, Present and Future. 2011 Illumina Genetics Advisory Panel Meeting, Palm 

Beach, USA 

Genome of the Netherlands. BGI workshop during the 12th International Congress of Human Genetics, 

Montreal, Canada 

Role of environment and genetics for gut inflammation. 8th annual meeting European Nutrigenomics network 

NUGO, Wageningen 

Unravelling the Dutch genome in health and disease. Turku Centre for Biotechnology, Turku, Finland 

Genetics of celiac disease. 14th International Coeliac Disease Symposium in Oslo, Norway 

Contrasting the genetic background of type 1 diabetes and celiac disease autoimmunity. T1DGC 

Autoantibody Workshop, Bethesda, USA 

Unraveling the Dutch genome in health and disease. European Human Genetics Conference 2011 

Amsterdam, the Netherlands 

Genome of the Netherlands. Dutch Society of Human Genetics, Veldhoven, the Netherlands 

Genetic sharing of immune-related phenotypes. Wilhelm Johannsen Symposium, Copenhagen, Denmark 

Shared genetics in autoimmune disease. JIM Celiac disease meeting, Karolinska Institutet, Stockholm, 

Sweden 
 

2010  

Genome of the Netherlands. Connecting Biobanks meeting, Amsterdam, the Netherlands 

Common molecular backgrounds of coeliac disease and diabetes. United European Gastroenterology 
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Federation 2010 meeting, Barcelona, Spain. 

Genetic studies in multifactorial diseases: approaches and applications in celiac disease and IBD. University 

of Milan, Monza, Italy 

The genetic risk in celiac disease: who is the target for prevention. European Laboratory for the Investigation 

of Food-Induced Diseases (ELFID) meeting, Naples, Italy 

Genome-wide studies: from disease cohorts to population cohorts. Celiac disease as an example. GeneForum 

2010, Tartu, Estonia 

Genome-wide studies: from disease cohorts to population cohorts. Celiac disease as an example. Illumina 

User Group Symposium, ESHG 2010, Gothenburg, Germany 

Evolution of celiac disease genes. Symposium on “Evolutionary Medicine”, Netherlands Royal Academy of 

Arts and Sciences (KNAW) 

Complex genetics of celiac disease. Indian Congress of Human Genetics 2010, Lucknow, India 

De X of het ei? Lecture for Studium Generale series 'Man-Vrouw', Groningen, the Netherlands 
 

2009  

SNPs and CNVs in celiac disease: New loci and a new gene-network assisted CNV analysis. 59th Annual Meeting 

of the American Society of Human Genetics, Honolulu, USA 

First results of COPACETIC. European Respiratory Society (ERS) annual congress, Vienna, Austria 

Risk map of intestinal inflammatory disorders. Baltic Summer School, Kiel, Germany 

Unravelling the genetic puzzle of coeliac disease and its overlap with other intestinal inflammatory disorders. 

14th International Congress of Mucosal Immunology, Boston, USA. 

Shared genetics explains comorbidity in immune-related diseases. Dutch Society of Human Genetics, 

Eindhoven, the Netherlands 

The common molecular basis of immune-related diseases. Massachusetts General Hospital/Harvard Medical 

School, Boston, USA 

The common molecular basis of immune-related diseases. The Brigham and Women’s Hospital, Boston, USA 
 

2008   

SNP association studies. 4th ESHRE Campus on Molecular Reproductive Medicine, Thessaloniki, Greece 

The common molecular basis of immune-related diseases. The International Coeliac Disease Meeting of the 

Italian Association of Coeliac Disease (AIC), Genova, Italy 

Genome-wide association scans: hope or hype? The Netherlands Epidemiological Society, Groningen 

Genome-wide association studies: relevance for the transplantation field? Dutch Transplantation Society, 

Utrecht, the Netherlands 

Genome-wide association studies provide new insight into celiac disease pathogenesis. Seminar Biomedicum 

Helsinki Institute for Medical research and Training, Helsinki, Finland 
 

2007  

Unraveling the genetics of celiac disease: a genomics approach. Seminar for UCLA Human Genetics 

Speakers Series, Los Angeles, USA. 

SNP association studies. 3rd ESHRE Campus on Molecular Reproductive Medicine, Utrecht, the Netherlands 

The genetics of celiac disease. FASEB summer conference on the GI tract, Snowmass village, Colorado, USA 

Understanding the molecular basis of celiac disease: what genetic studies reveal. CBG symposium 

Amsterdam, the Netherlands. 
 

2006  

Genetic findings in celiac disease: new insights into disease pathology. XII International Celiac Disease 

symposium, New York, USA 

The many faces of COMMD1. 5th International meeting on Copper Homeostasis and its Disorders, Sardinia, 

Italy 

Genes of the extracellular matrix contribute to intracranial aneurysm. 56th Annual Meeting of the American 

Society of Human Genetics, New Orleans, USA 

Coeliac disease genetics. European Human Genetics Conference 2006, Amsterdam, the Netherlands 

Multiple classes of genes leading to celiac disease. Digestive disease week 2006, American Gastroenterology 

Society, Los Angeles, USA 

A genetic approach to celiac disease: a focus on the intestinal barrier. Experimental Biology annual meeting, 

San Francisco, USA 
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2005  

"Coelionomics" Towards understanding the molecular pathology of celiac disease. 53th   Congress of the 

Egyptian Society of Clinical Chemistry, Cairo, Egypt 

Genetic association of celiac disease to myosin IXB points to an intestinal barrier defect as an early 

pathogenic event. 55th Annual Meeting of the American Society of Human Genetics, Salt Lake City, USA 

The molecular basis of autoimmunity: using celiac disease as a model to unravel common pathogenic 

pathways using a functional genomics approach. European Human Genetics Conference 2005, Prague, 

Czech Republic. 

The molecular basis of autoimmunity: using celiac disease as a model to unravel common pathogenic 

pathways. The Children’s Memorial Health Institute, Warsaw, Poland 

Molecular mechanisms regulating intracellular copper. Copper mini-symposium, Free University Berlin, 

Germany 
 

2004  

COMMD1/Murr1: more than a copper regulatory protein? TIWICH meeting, Vina Del Mar, Chile 

From homeostasis to disease: dissecting the molecular mechanisms regulating intracellular copper. 4th 

International meeting on Copper Homeostasis and its Disorders, Ischia, Italy 

A functional-genetics approach to unravel molecular pathways in celiac disease. Biology Prospective 

Conference 2004, Santorini, Greece 

The many faces of COMMD1, the canine copper toxicosis gene. 2nd  International conference Advances in 

canine and feline genomics, Utrecht, the Netherlands 

COMMD1/Murr1: simply a new copper transporter protein? Biometals 2004, Garmisch-Partenkirchen, 

Germany 

Coelionomics: Tracking host-nutrition interactions in celiac disease. Visiting Professor program University 

of Michigan, USA 

The hunt for CD genes. UMC Utrecht, Coeliac Disease Consortium: CDC start symposium, Utrecht, the 

Netherlands 

Op zoek naar coeliakie genen: een speurtocht door het genoom. Symposium ‘Artsen voor Kinderen’. 

Coeliakie bij kinderen: wat is nieuw? LUMC, Leiden, the Netherlands 

A functional genetics approach to unravel molecular pathways in coeliac disease. 11th International 

Symposium on Coeliac Disease, Belfast, Northern Ireland 

Major genes involved in coeliac disease: where are we and when are we going to get there? 11th International 

Symposium on Coeliac Disease, Belfast, Northern Ireland 

A functional genetics approach to unravel molecular pathways in coeliac disease. Open Meeting on the 

Genetics of Autoimmunity, Royal Society of Medicine & the Physiological Society, London, UK (by 

invitation only) 

A functional genetics approach to unravel molecular pathways in coeliac disease. Novartis Foundation 

Symposium on the Genetics of Autoimmunity, London, UK (by invitation only) 

The hunt for celiac disease genes: a genomics approach. Seminar International Institute of Molecular and Cell 

Biology, Warsaw, Poland 
 

2003  

Integrating genetics with genomics as a tool to unravel molecular pathways in celiac disease. Dageraad 

Symposium on Mucosal Inflammation, the Netherlands 

Molecular regulation of copper excretion in the liver. Nutrition Society's Summer Meeting on Individual 

Variability in the Nutritional Response, King's College, London, UK 
 

2002  

Mutant Murr 1 and its role in copper toxicosis. 3rd  International Meeting on Copper Homeostasis and Its 

Disorders, Ischia, Italy 

Identification of a new copper metabolism gene by positional cloning in a purebred dog population. 7th 

European Copper Research group Meeting, London, UK 

The pathway of copper transport: a dog's view. Dept. Medical Genetics, University of Innsbruck, Austria 

Finding genes for complex disease: A study of type II diabetes in Dutch patients. Dept. Medical Genetics, 

University of Edmonton, Alberta, Canada 

The pathway of copper transport: a dog's view. Dept. Medical Genetics, University of Edmonton, Alberta, 
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Canada 

Celiac disease research in the Netherlands. National Institute of Diabetes, Digestive and Kidney Diseases, 

NIH, USA 
 

2001  

Towards identifying the ICT gene. Meeting of the International Copper Association, Santa Fe, USA 
 

2000  

Localization of susceptibility genes for celiac disease. Conference on Nijmegen Breakage Syndrome and other 

genetic disease, Warsaw, Poland 

Genetics of idiopathic copper toxicosis. Meeting of the International Copper Association, Montreal, Canada 

Hypomethylation as a possible cause of chromosome instability in ICF syndrome. European Society of 

Human Genetics, Amsterdam, the Netherlands 
 

1999  

NICC in man and CT in terriers: Is there a common gene? 2nd  International Meeting on Copper Homeostasis 

and Its Disorders, Ravello, Italy 
 

1996  

Genetic analysis gets more complex. Symposium ‘Accelerating gene discovery and mutation detection’, 

Antwerp, Belgium 
 

1994  

The FSHD linked locus on 4q35 has a homologue on 10qter. FSHD symposium, 8th International Congress on 

Neuromuscular Disorders, Kyoto, Japan 
 

1993  

Towards mapping disease genes using microsatellite markers. International PKD2 workshop, Leiden 

Construction of a PFGE map and YAC contig of the FSHD region on 4q35. 3rd chromosome 4 meeting, San 

Francisco, USA 

FSHD associated rearrangements are due to deletions of integral copies of a 3.2 kb tandemly repeated unit. 

6th international workshop on FSHD, San Francisco, USA 
 

1992  

Chromosome 4q DNA rearrangements associated with facioscapulohumeral muscular dystrophy. 42th 

American Society of Human Genetics, San Francisco, USA 

Facioscapulohumeral muscular dystrophy. Belgian/Dutch Neurology society, Leuven, Belgium 

Chromosome 4q DNA rearrangements associated with facioscapulohumeral muscular dystrophy. 5th 

international workshop on FSHD, Leiden, the Netherlands 

High-resolution genetic linkage map of the FSHD region on 4q35. 2nd chromosome 4 meeting, Leiden 
 

1991  

Narrowing down the FSHD gene on 4q35. 4th international workshop on FSHD, Washington DC, USA 

Genetic linkage map of 4q35. 1st chromosome 4 meeting, Philadelphia, USA 

Refined mapping of the FSHD locus to the telomere of the long arm of chromosome 4. 3rd international 

workshop on FSHD, Leiden, the Netherlands 
 

1990  

Location of facioscapulohumeral muscular dystrophy gene on chromosome 4. 2nd international workshop on 

FSHD, 7th International Congress on Neuromuscular Disorders, Munich, Germany 

 

INTERNATIONAL WORK VISITS 

2016–2018 Prof. Ludvig Sollid and Dr. Knut Lundin, Oslo, Norway, 3 2-week visits each year 

2009–2017 Dr. Ramnik Xavier, MGH/Harvard Medical School, Boston, USA 2 x 3-week 

visits each year (awarded an NGI Distinguished Visiting Scientist Stipend for 

2009–2012) 

Sept 2001–Mar 2002 Dr. Jeffrey Trent, NHGRI, National Institute of Health, Bethesda, USA (awarded a 

Fulbright scholarship, a KNAW Ter Meulen Fonds grant, an NWO travel grant 
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and an MLDS travel grant) 

Jan 1994–Oct 1995  Postdoctoral fellow (Fogarty Visiting Fellowship Award) working under Dr. FS 

Collins, National Human Genome Research Institute, NIH, Bethesda, USA 

April 1990–June 1990 Dr. James Weber, Marshfield Medical Research Foundation, Wisconsin, USA 

 

INTERNATIONAL LAB VISITS 

2017 Prof. Naomi Wray and Prof. Peter Visscher, University of Queensland, Brisbane, Australia 

2013 Dr. Debbie Nickerson, University of Washington, Seattle, USA 

Dr. Nancy Cox, Dr. Barbara Stranger, University of Chicago, USA 

2010 Dr. H. Hakonarson, University of Pennsylvania, Philadelphia, USA 

 Dr. M. Hayden, University of British Columbia, Vancouver, Canada 

 Dr. M. Rewers, University of Colorado, Denver, USA 

2009 Dr. P. de Bakker, The Brigham and Woman’s Hospital, Boston, USA 

2008 Dr. M. Daly, Dr. R. Xavier, MGH/Harvard Medical School, Boston, USA 

2007 Dr. J. Lusis, UCLA, Los Angeles, USA 

2006 Dr. L. Greco/Dr. MV Barrone, Univ. Of Naples, Italy 

 Dr. D. van Heel, The Barts and London, London, UK 

2005 Dr. B. Cukrowska, Memorial Children Hospital Warsaw, Poland 

Dr. D. van Heel/Dr. R. Playford, Imperial College, London, UK 

2004 Dr. J. Rioux, Broad Institute/MIT, Boston, USA 

 Dr. P. Liu, NHGRI, NIH, Bethesda, USA 

 Dr. C. Duckett, Univ. Michigan, Ann Arbor, USA 

 Dr. M. Araya, INTA, Univ. Chile, Santiago, Chile 

 Dr. M. Witt, International institute of Molecular and Cell Biology, Warsaw, Poland 

2002 Dr. A. Janecke/Dr. Th. Müller, University of Innsbruck, Austria 

 Prof. D.W. Cox, Dept. Medical Genetics, Univ. Alberta, Edmonton, Canada 

2000 Dr. K. Barnes, Johns Hopkins University, Baltimore, MD, USA 

 Dr. J. Trent, National Human Genome Research Institute, NIH, Bethesda, MD, USA 

 Dr. T. Woodage, Celera Genomics, Rockville, MD, USA 

1998 Dr. P. Asherson, Social, Genetic and Developmental Psychiatry Research Centre, King’s College, 

London, UK 

1997 Dr. R. Nussbaum, Center for Inherited Disease Research, NIH, Baltimore, MD, USA 

 Dr. P. Gejman, National Institute of Mental Health, NIH, Bethesda, MD, USA 

1996 Dr. N. Freimer, University of California, San Francisco, CA, USA 

 Perkin Elmer Corporation, Palo Alto, USA 

1993 Dr. J. Hewitt, University of Manchester, UK 

1992 Dr. D. Housman, Massachusetts Institute of Technology, Boston, USA 

 Dr. K. Fishbeck, University of Pennsylvania, Philadelphia, USA 

 Dr. R. Nussbaum, University of Pennsylvania, Philadelphia, USA 

 Dr. F.S. Collins, University of Michigan, Ann Arbor, USA 

 Dr. K. Campbell, University of Iowa, Iowa City, USA 

 Dr. J. Murray, University of Iowa, Iowa City, USA 

 Dr. C.T. Caskey, Baylor College of Medicine, Houston, USA 

1990 Dr. D.W. Cox, Hospital for Sick Children, Toronto, Canada 

1989 Dr. Peter Harper, University of Wales College of Medicine, Cardiff, UK 

1989 Dr. Andrew Read, St Mary's Hospital, Manchester, UK 

 

OUTREACH/PUBLIC COMMUNICATION OF SCIENCE (a selection) 

Wijmenga is regularly asked to comment on current issues by national radio, TV and newspapers. She also 

gives frequent talks to the general public about DNA and is asked to discuss the use of biobanks and the 

potential for personalised health and medicine with politicians and policy makers at the Dutch Ministry of 

Health. She is also a member of an advisory group for the local government (Province of Groningen) on 

matters concerning personalised and customised health issues. As Rector Magnificus of the University of 

Groningen, Wijmenga frequently speaks about issues in higher education and the role of the University and 

writes columns for Broerstraat 5, the alumni magazine of the University of Groningen. 
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2021 

• Profiled in a chapter of Marian Joels book Baanbrekende Vrouwen about women who broke new ground 

in their professions 

• Authored article in the Times Higher Education “We must use the pandemic to build a more sustainable 

research system” 

• Authored article on the Coimbra group website “Women in Science: Why we must pay attention to 

equality and diversity” 

• Video college about chronic illnesses and diseases of ageing for Frisian television (Omrop Fryslân) 

• Profiled and interviewed for Lifelines  

• Interviewed in a piece about piloting rapid corona tests in higher education NOS 

2020 

• Commentator in the Coimbra group webinar “Recommendations for the future of mobility and 

internationalization in the European Knowledge Area”. 

• #AskourRector a weekly vlog series for the academic community of the University of Groningen 

• Podcast in de Wetenschap – Q&A with Cisca Wijmenga 

• A series of personal columns about academia and research in Het Goede Leven  

2019 

• Medische publieksacademie UMCG Onderzoek in coeliakie: hoe en wat? 

• Interview in Intermediar  

• Interview and profile with RTVNoord  

• Interview and profile in the UK 

• Profile in Innovation Origins 

• Keynote lecture, Unlocking the secrets of the unseen bacterial world inside us. University of Groningen 

405th anniversary lustrum. 

• Television interview on Groningen television (OOGtv) about the Nature Genetics article on causal 

relationships between gut microbiome, short-chain fatty acids and metabolic diseases 

2018 

• Video interview about the UEG research prize (Link) 

• Lecture to HOVO, the Dutch Senior Citizens Academy, on Het wel en wee van onze darmflora 

• Radio interview with Dutch National Radio (NPO1) about the problem of ‘gluten free’ food that contain 

gluten (Link) 

• Radio interview about the existence of the ‘Feyenoord’ gene (Link) 

• Studium Generale lectures, Maastricht University - The ins and outs of the gut microbiome (Link) 

• Short documentary on her microbiome work for German television 

2017 

• Interview in scientific journal Cell on Human Genetics: Questions, Challenges and the Future, Cisca 

Wijmenga: The Future lies in Biobanks (Link) 

• Television interview on Dutch National News (NPO3) about the impact of her research and winning the 

Spinoza Award (Link) 

• Debate on “Big data versus privacy” (Link) 

• Article in Chemisch2 Weekblad Life Sciences - Looking for the holy grail. Obesity, diabetes, IBS, autism 

or depression (Link) 

2016 

• Television interview on Dutch national news following publications in Science (Link) 

2015 

• Participant at the Evening of Science and Society in the Ridderzaal, The Hague 

• Listed as one of the 100 most influential women in the Netherlands by national magazine “Opzij” 

• BNR radio interview on DNA tests and health (Link) 

• Interview in Medisch Contact journal for health professionals (Link) 

• Spinoza prize interview, published on YouTube, in Dutch with English subtitles (Link) 

• CBS news online (Link) 

• Studium Generale, University of Groningen, lecture on DNA and the role of genetics (Link) 

• Spinoza@night report (Link) 

2014 

https://www.timeshighereducation.com/opinion/we-must-use-pandemic-build-more-sustainable-research-system
https://www.timeshighereducation.com/opinion/we-must-use-pandemic-build-more-sustainable-research-system
https://www.coimbra-group.eu/women-in-science-why-we-must-pay-attention-to-equality-and-diversity/
https://www.coimbra-group.eu/women-in-science-why-we-must-pay-attention-to-equality-and-diversity/
https://www.omropfryslan.nl/nieuws/1068375-video-thusakademy-met-cisca-wijmenga-over-chronische-en-ouderdomsziekten
https://www.lifelines.nl/deelnemers/onderzoek/deelname-corona-onderzoek/de-mensen-van/cisca-wijmenga
https://nos.nl/artikel/2364397-pilot-onder-studenten-eerst-een-corona-sneltest-daarna-naar-tentamen
https://www.rug.nl/about-ug/profile/internationalization/news-and-events/2020/rector-prof-cisca-wijmenga-presents-at-the-coimbra-webinar?lang=en
https://www.rug.nl/news/2020/03/in-science-podcast-q-a-with-cisca-wijmenga
https://www.youtube.com/watch?v=Gzdd-9F5ltY
https://www.intermediair.nl/carousel/rector-magnificus-cisca-wijmenga-de-balans-slaat-te-ver-door-naar-beta?utm_referrer=https://t.co/SgOZTxCC1m?amp=1&utm_referrer=https%3A%2F%2Ft.co%2Fain4BuaHUP%3Famp%3D1
https://www.rtvnoord.nl/nieuws/209284/Cisca-Wijmenga-Jammer-dat-er-zoveel-aandacht-voor-is-dat-ik-vrouw-ben
https://www.ukrant.nl/magazine/een-universiteit-is-een-mammoettanker/
https://innovationorigins.com/cisca-wijmenga-soon-to-be-rector-in-groningen-on-the-means-needed-for-a-better-female-male-ratio/
https://www.youtube.com/watch?v=q8lHOVM3Agc
https://www.nporadio1.nl/consument/9000-glutenvrije-pizza-van-new-york-pizza-is-niet-glutenvrij
https://www.nporadio1.nl/nieuws-en-co/onderwerpen/441272-zoektocht-naar-feyenoord-gen-heeft-weinig-met-wetenschap-te-maken)
https://www.maastrichtuniversity.nl/nl/events/het-wel-en-wee-van-onze-darmflora
http://www.cell.com/cell/fulltext/S0092-8674(17)31126-1
https://dekennisvannu.nl/site/media/Dankzij-Spinoza-Michel-Orrit-en-Cisca-Wijmenga/6566
https://www.umcg.nl/NL/UMCG/Agenda/Evenementen/Paginas/debat-big-data-vs-priacy-groninger-forum.aspx
https://www.rug.nl/research/genetics/staff/ciscawijmenga/microbioom_cw_feb2017.pdf
https://nos.nl/artikel/2102018-rode-wijn-en-karnemelk-zijn-goed-voor-onze-darmflora.html
https://www.bnr.nl/radio/bnr-gezond/10002252/26-december-gezond-dankzij-dna-onderzoek
https://www.rug.nl/research/genetics/staff/ciscawijmenga/medischcontact_spinoza_interview.pdf
https://www.youtube.com/watch?v=lGW-FvKPrkc
https://www.cbsnews.com/news/gut-bacteria-microbiome-influence-weight-heart-health/
http://www.sggroningen.nl/nl/evenement/dna-en-de-rol-van-genetica
https://www.hetweekendvandewetenschap.nl/activiteit2015/spinoznight-vrijdagavond-2-oktober/
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• Public lecture Genetics: facts and fairy tales (in Dutch), University of Groningen, 400th anniversary 

(Link) 

• Participation in Night of Arts and Science, Groningen, KNAW Ontdekkerscafé (Link) 

2013 

• UMCG Medical Academy lecture for the general public on Food allergies (Link) 

2012 and 2011 

• Science Cafe at Noorderzon Festival promoting DNA research, Groningen (Link) 

 

ALL PUBLICATIONS 

 

a. Peer-reviewed publications (691 articles, letters and reviews in ISI per November 2021) 

 
 
Google Scholar statistics per November 2021  

 

Citation index All Since 2016 

Citations 94846 55326 

H index 149 111 

i10 index 534 444 

 

 

https://www.youtube.com/watch?v=VJX5074s4K0
https://knaw.nl/nl/actueel/agenda/de-nacht-van-kunst-wetenschap
https://www.umcg.nl/NL/UMCG/medische_publieksacademie/eerdere%20jaargangen%20mpa/Paginas/Voedselallergie.aspx
https://www.rug.nl/news/2012/08/noorderzon2012
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1. Xiaojing Chu, Martin Jaeger, Joep Beumer, Olivier B Bakker, Raul Aguirre-Gamboa, Marije Oosting, 

Sanne P Smeekens, Simone Moorlag, Vera P Mourits, Valerie ACM Koeken, Charlotte de Bree, Trees 

Jansen, Ian T Mathews, Khoi Dao, Mahan Najhawan, Jeramie D Watrous, Irma Joosten, Sonia Sharma, 

Hans JPM Koenen, Sebo Withoff, Iris H Jonkers, Romana T Netea-Maier, Ramnik J Xavier, Lude Franke, 

Cheng-Jian Xu, Leo AB Joosten, Serena Sanna, Mohit Jain, Vinod Kumar, Hans Clevers, Cisca 

Wijmenga, Mihai G Netea, Yang Li (2021). Integration of metabolomics, genomics, and immune 

phenotypes reveals the causal roles of metabolites in disease. Genome Biology 22(1): 1-22. 

2. Urmo Võsa, Annique Claringbould, Harm-Jan Westra, Marc Jan Bonder, Patrick Deelen, Biao Zeng, 

Holger Kirsten, Ashis Saha, Roman Kreuzhuber, Harm Brugge, Roy Oelen, Dylan H de Vries, Monique 

GP van der Wijst, Silva Kasela, Natalia Pervjakova, Isabel Alves, Marie-Julie Favé, Mawussé Agbessi, 

Mark W Christiansen, Rick Jansen, Ilkka Seppälä, Lin Tong, Alexander Teumer, Katharina Schramm, 

Gibran Hemani, Joost Verlouw, Hanieh Yaghootkar, Reyhan Sönmez Flitman, Andrew Brown, Viktorija 

Kukushkina, Anette Kalnapenkis, Sina Rüeger, Eleonora Porcu, Jaanika Kronberg, Johannes Kettunen, 

Bernett Lee, Futao Zhang, Ting Qi, Jose Alquicira Hernandez, Wibowo Arindrarto, Frank Beutner, Julia 

Dmitrieva, Mahmoud Elansary, Benjamin P Fairfax, Michel Georges, Bastiaan T Heijmans, Alex W 

Hewitt, Mika Kähönen, Yungil Kim, Julian C Knight, Peter Kovacs, Knut Krohn, Shuang Li, Markus 

Loeffler, Urko M Marigorta, Hailang Mei, Yukihide Momozawa, Martina Müller-Nurasyid, Matthias 

Nauck, Michel G Nivard, Brenda WJH Penninx, Jonathan K Pritchard, Olli T Raitakari, Olaf Rotzschke, 

Eline P Slagboom, Coen DA Stehouwer, Michael Stumvoll, Patrick Sullivan, Peter AC t Hoen, Joachim 

Thiery, Anke Tönjes, Jenny van Dongen, Maarten van Iterson, Jan H Veldink, Uwe Völker, Robert 

Warmerdam, Cisca Wijmenga, Morris Swertz, Anand Andiappan, Grant W Montgomery, Samuli Ripatti, 

Markus Perola, Zoltan Kutalik, Emmanouil Dermitzakis, Sven Bergmann, Timothy Frayling, Joyce van 

Meurs, Holger Prokisch, Habibul Ahsan, Brandon L Pierce, Terho Lehtimäki, Dorret I Boomsma, Bruce 

M Psaty, Sina A Gharib, Philip Awadalla, Lili Milani, Willem H Ouwehand, Kate Downes, Oliver Stegle, 

Alexis Battle, Peter M Visscher, Jian Yang, Markus Scholz, Joseph Powell, Greg Gibson, Tõnu Esko, 

Lude Franke (2021) Large-scale cis-and trans-eQTL analyses identify thousands of genetic loci and 

polygenic scores that regulate blood gene expression. Nature Genetics 53(9): 1300-1310. 

3. Renate AAA Ruigrok, Valerie Collij, Paula Sureda, Marjolein AY Klaassen, Laura A Bolte, Bernadien H 

Jansen, Michiel D Voskuil, Jingyuan Fu, Cisca Wijmenga, Alexandra Zhernakova, Rinse K Weersma, 

Arnau Vich Vila (2021) The composition and metabolic potential of the human small intestinal 

microbiota within the context of inflammatory bowel disease. Journal of Crohn's and Colitis 15(8): 

1326-1338. 

4. Biljana Atanasovska, Sander S Rensen, Glenn Marsman, Ronit Shiri-Sverdlov, Sebo Withoff, Folkert 

Kuipers, Cisca Wijmenga, Bart van de Sluis, Jingyuan Fu (2021) Long Non-Coding RNAs Involved in 

Progression of Non-Alcoholic Fatty Liver Disease to Steatohepatitis. Cells 10(8): 1883. 

5. Thomas Vogl, Shelley Klompus, Sigal Leviatan, Iris N Kalka, Adina Weinberger, Cisca Wijmenga, 

Jingyuan Fu, Alexandra Zhernakova, Rinse K Weersma, Eran Segal (2021) Population-wide diversity and 

stability of serum antibody epitope repertoires against human microbiota. Nature Medicine 27(8): 1442-

1450. 

6. Lourdes Ortiz Fernández, Patrick Coit, Vuslat Yilmaz, Sibel P Yentür, Fatma Alibaz-Oner, Kenan Aksu, 

Eren Erken, Nursen Düzgün, Gokhan Keser, Ayse Cefle, Ayten Yazici, Andac Ergen, Erkan Alpsoy, 

Carlo Salvarani, Bruno Casali, Bünyamin Kısacık, Ina Kötter, Jörg Henes, Muhammet Çınar, Arne 

Schaefer, Rahime M Nohutcu, Alexandra Zhernakova, Cisca Wijmenga, Fujio Takeuchi, Shinji Harihara, 
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Toshikatsu Kaburaki, Meriam Messedi, Yeong Wook Song, Timuçin Kaşifoğlu, F David Carmona, Joel 

M Guthridge, Judith A James, Javier Martin, María Francisca González Escribano, Güher Saruhan-

Direskeneli, Haner Direskeneli, Amr H Sawalha (2021) Genetic Association of a Gain-of-Function 

IFNGR1 Polymorphism and the Intergenic Region LNCAROD/DKK1 With Behçet’s Disease. Arthritis 

and Rheumatology 73(7): 1244-1252 

7. Laura A Bolte, Arnau Vich Vila, Floris Imhann, Valerie Collij, Ranko Gacesa, Vera Peters, Cisca 

Wijmenga, Alexander Kurilshikov, Marjo JE Campmans-Kuijpers, Jingyuan Fu, Gerard Dijkstra, 

Alexandra Zhernakova, Rinse K Weersma (2021) Long-term dietary patterns are associated with pro-

inflammatory and anti-inflammatory features of the gut microbiome. Gut 70(7): 1287-1298. 

8. Sanzhima Garmaeva, Anastasia Gulyaeva, Trishla Sinha, Andrey N Shkoporov, Adam G Clooney, 

Stephen R Stockdale, Johanne E Spreckels, Thomas DS Sutton, Lorraine A Draper, Bas E Dutilh, Cisca 

Wijmenga, Alexander Kurilshikov, Jingyuan Fu, Colin Hill, Alexandra Zhernakova (2021) Stability of the 

human gut virome and effect of gluten-free diet. Cell reports 35(7): 109132. 

9. Olivier B Bakker, Aarón D Ramírez-Sánchez, Zuzanna A Borek, Niek de Klein, Yang Li, Rutger 

Modderman, Yvonne Kooy-Winkelaar, Marie K Johannesen, Filomena Matarese, Joost HA Martens, 

Vinod Kumar, Jeroen van Bergen, Shuo-Wang Qiao, Knut EA Lundin, Ludvig M Sollid, Frits Koning, 

Cisca Wijmenga, Sebo Withoff, Iris H Jonkers (2021) Potential impact of celiac disease genetic risk 

factors on T cell receptor signaling in gluten-specific CD4+ T cells. Scientific reports 11(1): 1-15. 

10. Lianmin Chen, Daoming Wang, Sanzhima Garmaeva, Alexander Kurilshikov, Arnau Vich Vila, Ranko 

Gacesa, Trishla Sinha, Eran Segal, Rinse K Weersma, Cisca Wijmenga, Alexandra Zhernakova, Jingyuan 

Fu, Lifelines Cohort Study (2021) The long-term genetic stability and individual specificity of the human 

gut microbiome. Cell 184(9): 2302-2315. e12. 

11. Cisca Wijmenga (2021) From LD-based mapping to GWAS. Nature Reviews Genetics 22: 480-481. 

12. Laura A Bolte, Marjolein AY Klaassen, Valerie Collij, Arnau Vich Vila, Jingyuan Fu, Taco A van der 

Meulen, Jacco J de Haan, Gerbrig J Versteegen, Aafje Dotinga, Alexandra Zhernakova, Cisca Wijmenga, 

Rinse K Weersma, Floris Imhann (2021) Patient attitudes towards faecal sampling for gut microbiome 

studies and clinical care reveal positive engagement and room for improvement. PloS one 16(4): 

e0249405. 
13. Mathias Gorski, Bettina Jung, Yong Li, Pamela R Matias-Garcia, Matthias Wuttke, Stefan Coassin, Chris 

HL Thio, Marcus E Kleber, Thomas W Winkler, Veronika Wanner, Jin-Fang Chai, Audrey Y Chu, 

Massimiliano Cocca, Mary F Feitosa, Sahar Ghasemi, Anselm Hoppmann, Katrin Horn, Man Li, Teresa 

Nutile, Markus Scholz, Karsten B Sieber, Alexander Teumer, Adrienne Tin, Judy Wang, Bamidele O 

Tayo, Tarunveer S Ahluwalia, Peter Almgren, Stephan JL Bakker, Bernhard Banas, Nisha Bansal, Mary L 

Biggs, Eric Boerwinkle, Erwin P Bottinger, Hermann Brenner, Robert J Carroll, John Chalmers, Miao-Li 

Chee, Miao-Ling Chee, Ching-Yu Cheng, Josef Coresh, Martin H de Borst, Frauke Degenhardt, Kai-Uwe 

Eckardt, Karlhans Endlich, Andre Franke, Sandra Freitag-Wolf, Piyush Gampawar, Ron T Gansevoort, 

Mohsen Ghanbari, Christian Gieger, Pavel Hamet, Kevin Ho, Edith Hofer, Bernd Holleczek, Valencia 

Hui Xian Foo, Nina Hutri-Kähönen, Shih-Jen Hwang, M Arfan Ikram, Navya Shilpa Josyula, Mika 

Kähönen, Chiea-Chuen Khor, Wolfgang Koenig, Holly Kramer, Bernhard K Krämer, Brigitte Kühnel, 

Leslie A Lange, Terho Lehtimäki, Wolfgang Lieb, Behrooz Z Alizadeh, H Marike Boezen, Lude Franke, 

Pim van der Harst, Gerjan Navis, Marianne Rots, Harold Snieder, Morris Swertz, Bruce HR 

Wolffenbuttel, Cisca Wijmenga, Goncalo Abecasis, Aris Baras, Michael Cantor, Giovanni Coppola, Aris 

Economides, Luca A Lotta, John D Overton, Jeffrey G Reid, Alan Shuldiner, Christina Beechert, Caitlin 

Forsythe, Erin D Fuller, Zhenhua Gu, Michael Lattari, Alexander Lopez, Thomas D Schleicher, Maria 

Sotiropoulos Padilla, Karina Toledo, Louis Widom, Sarah E Wolf, Manasi Pradhan, Kia Manoochehri, 

Ricardo H Ulloa, Xiaodong Bai, Suganthi Balasubramanian, Leland Barnard, Andrew Blumenfeld, Gisu 

Eom, Lukas Habegger, Alicia Hawes, Shareef Khalid, Evan K Maxwell, William Salerno, Jeffrey C 

Staples, Marcus B Jones, Lyndon J Mitnaul, Ruth JF Loos, Mary Ann Lukas, Leo-Pekka Lyytikäinen, 

Christa Meisinger, Thomas Meitinger, Olle Melander, Yuri Milaneschi, Pashupati P Mishra, Nina 

Mononen, Josyf C Mychaleckyj, Girish N Nadkarni, Matthias Nauck, Kjell Nikus, Boting Ning, Ilja M 

Nolte, Michelle L O’Donoghue, Marju Orho-Melander, Sarah A Pendergrass, Brenda WJH Penninx, 

Michael H Preuss, Bruce M Psaty, Laura M Raffield, Olli T Raitakari, Rainer Rettig, Myriam 

Rheinberger, Kenneth M Rice, Alexander R Rosenkranz, Peter Rossing, Jerome I Rotter, Charumathi 

Sabanayagam, Helena Schmidt, Reinhold Schmidt, Ben Schöttker, Christina-Alexandra Schulz, Sanaz 

Sedaghat, Christian M Shaffer. (2021) Meta-analysis uncovers genome-wide significant variants for rapid 

kidney function decline. Kidney international 99(4): 926-939. 
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14. MF Brandao Gois, Trishla Sinha, Johanne E Spreckels, Arnau Vich Vila, Laura A Bolte, Rinse K 

Weersma, Cisca Wijmenga, Jingyuan Fu, Alexandra Zhernakova, Alexander Kurilshikov. (2021) Role of 

the gut microbiome in mediating lactose intolerance symptoms. Gut 0:1–2.  

15. Katherine Mc Intyre, Pauline Lanting, Patrick Deelen, Henry H Wiersma, Judith M Vonk, Anil PS Ori, 

Soesma A Jankipersadsing, Robert Warmerdam, Irene van Blokland, Floranne Boulogne, Marjolein XL 

Dijkema, Johanna C Herkert, Annique Claringbould, Olivier Bakker, Esteban A Lopera Maya, Ute 

Bültmann, Alexandra Zhernakova, Sijmen A Reijneveld, Elianne Zijlstra, Morris A Swertz, Sandra 

Brouwer, Raun van Ooijen, Viola Angelini, Louise H Dekker, Anna Sijtsma, Sicco A Scherjon, Cisca 

Wijmenga, Jackie AM Dekens, Jochen Mierau, H Marike Boezen, Lude Franke (2021), Lifelines COVID-

19 cohort: investigating COVID-19 infection and its health and societal impacts in a Dutch population-

based cohort. BMJ open 11(3): e044474. 

16. Cheng-Jian Xu, Olena Gruzieva, Cancan Qi, Ana Esplugues, Ulrike Gehring, Anna Bergström, Dan 

Mason, Leda Chatzi, Daniela Porta, Karin C Lodrup Carlsen, Nour Baïz, Anne-Marie Madore, Harri 

Alenius, Bianca Van Rijkom, Soesma A Jankipersadsing, Pieter Van der Vlies, Inger Kull, Marianne Van 

Hage, Mariona Bustamante, Aitana Lertxundi, Matias Torrent, Gillian Santorelli, Maria Pia Fantini, 

Vegard Hovland, Giancarlo Pesce, Nanna Fyhrquist, Tiina Laatikainen, Martijn C Nawijn, Yang Li, Cisca 

Wijmenga, Mihai G Netea, Jean Bousquet, Josep M Anto, Catherine Laprise, Tari Haahtela, Isabella 

Annesi-Maesano, Kai-Håkon Carlsen, Davide Gori, Manolis Kogevinas, John Wright, Cilla Söderhäll, 

Judith M Vonk, Jordi Sunyer, Erik Melén, Gerard H Koppelman, BIOS Consortium. (2021) Shared DNA 

methylation signatures in childhood allergy: The MeDALL study. Journal of Allergy and Clinical 

Immunology 147(3): 1031-1040. 

17. Shixian Hu, Arnau Vich Vila, Ranko Gacesa, Valerie Collij, Christine Stevens, Jack M Fu, Isaac Wong, 

Michael E Talkowski, Manuel A Rivas, Floris Imhann, Laura Bolte, Hendrik van Dullemen, Gerard 

Dijkstra, Marijn C Visschedijk, Eleonora A Festen, Ramnik J Xavier, Jingyuan Fu, Mark J Daly, Cisca 

Wijmenga, Alexandra Zhernakova, Alexander Kurilshikov, Rinse K Weersma. (2021) Whole exome 

sequencing analyses reveal gene–microbiota interactions in the context of IBD. Gut 70(2): 285-296. 

18. Alexander Kurilshikov, Carolina Medina-Gomez, Rodrigo Bacigalupe, Djawad Radjabzadeh, Jun Wang, 

Ayse Demirkan, Caroline I Le Roy, Juan Antonio Raygoza Garay, Casey T Finnicum, Xingrong Liu, 

Daria V Zhernakova, Marc Jan Bonder, Tue H Hansen, Fabian Frost, Malte C Rühlemann, Williams 

Turpin, Jee-Young Moon, Han-Na Kim, Kreete Lüll, Elad Barkan, Shiraz A Shah, Myriam Fornage, 

Joanna Szopinska-Tokov, Zachary D Wallen, Dmitrii Borisevich, Lars Agreus, Anna Andreasson, 

Corinna Bang, Larbi Bedrani, Jordana T Bell, Hans Bisgaard, Michael Boehnke, Dorret I Boomsma, 

Robert D Burk, Annique Claringbould, Kenneth Croitoru, Gareth E Davies, Cornelia M van Duijn, 

Liesbeth Duijts, Gwen Falony, Jingyuan Fu, Adriaan van der Graaf, Torben Hansen, Georg Homuth, 

David A Hughes, Richard G Ijzerman, Matthew A Jackson, Vincent WV Jaddoe, Marie Joossens, Torben 

Jørgensen, Daniel Keszthelyi, Rob Knight, Markku Laakso, Matthias Laudes, Lenore J Launer, Wolfgang 

Lieb, Aldons J Lusis, Ad AM Masclee, Henriette A Moll, Zlatan Mujagic, Qi Qibin, Daphna Rothschild, 

Hocheol Shin, Søren J Sørensen, Claire J Steves, Jonathan Thorsen, Nicholas J Timpson, Raul Y Tito, 

Sara Vieira-Silva, Uwe Völker, Henry Völzke, Urmo Võsa, Kaitlin H Wade, Susanna Walter, Kyoko 

Watanabe, Stefan Weiss, Frank U Weiss, Omer Weissbrod, Harm-Jan Westra, Gonneke Willemsen, 

Haydeh Payami, Daisy MAE Jonkers, Alejandro Arias Vasquez, Eco JC de Geus, Katie A Meyer, Jakob 

Stokholm, Eran Segal, Elin Org, Cisca Wijmenga, Hyung-Lae Kim, Robert C Kaplan, Tim D Spector, 

Andre G Uitterlinden, Fernando Rivadeneira, Andre Franke, Markus M Lerch, Lude Franke, Serena 

Sanna, Mauro D’Amato, Oluf Pedersen, Andrew D Paterson, Robert Kraaij, Jeroen Raes, Alexandra 

Zhernakova. (2021) Large-scale association analyses identify host factors influencing human gut 

microbiome composition. Nature Genetics 53(2): 156-165. 

19. Vera Peters, Ettje F Tigchelaar-Feenstra, Floris Imhann, Jackie AM Dekens, Morris A Swertz, Lude H 

Franke, Cisca Wijmenga, Rinse K Weersma, Behrooz Z Alizadeh, Gerard Dijkstra, Marjo JE Campmans-

Kuijpers (2021) Habitual dietary intake of IBD patients differs from population controls: A case–control 

study. European Journal of Nutrition 60(1): 345-356. 
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